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2. —REBIZONT

FERFFMIL, R 1050, HEE 3y (HARNFHEZEZT) OTFTETT,

HHOREIZ ) — XY a kBT LB TF—vard L, HEDHIZZTH
D)= Ry ark IR NWEEE, BRETDHIOBEWELET
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09:15-10:20 By a1 (BE:@wAREZ, ERAEBEZ—)
09:15 - 09:28
01. HERE & D Clostridium difficile 75 Y88 D iR B
O 1L, JISHMITE L, 20, HAE 1
LFEER - BRIE - B dnfirE

09:28 — 09:41
02. LT NEMHRFEARAF v 7 BT B AT VY VIHEERERAT R
TERE(MRSAVRE Y X7 & MRSA ®E~==2 7 VOERHME
OFREASE Y, FIHE 1, AA S 2, HRHE
LERRE K « BRI - RAnfide, 2 & 2 2 IS Bt

09:41 — 09:54
03. kBEICRBITFBTIA <DV MR T REBRIDOEE
OFENIhA 1, FHHSE L, T B2, I E—8k 8, /INRER 4, #)I
TZ 5, WHARK 1, AihEk 6
LERE K « BRIE - BRIEMIE, 2 dbiiE K - BREE - BPAEEh, SERREK
BREE - BREEJWER, 4 JRGet)t - B 2R —, SERR K - BREE - BRIEE A B,
6 RIEK - FHileoisk

09:54 — 10:07
04. FERDOLBHRICBITE VI NAE T OAEREOKRS
OFKEHS L, MHERA 1, ATHZEL, WHAK L, SHhiEsk 2

LEERRR - BREE - BRESHHES, 2 REEK - FHilxs

10:07 — 10:20
05. Development of a recombinant Bacillus anthracis
protective antigen domain 1 bovine ELISA for the

serological surveillance of anthrax in Zambia



OManyando Simbotwe!, Daisuke Fujikura!, Yoshikazu Furutal,
Mudenda Bernard Hang’ombe? and Hideaki Higashil:3

1Division of Infection and Immunity, Research Center for
Zoonosis Control, Graduate School of Veterinary Medicine,
Hokkaido University, ZMicrobiology Unit, School of Veterinary
Medicine, University of Zambia, 3SHokudai Research Center for

Z.oonosis Control in Zambia.

10:20 — 10:30 {KFEH

10:30 - 11:35 v a2 (FEE: hofEz, ALRRER =TT
10:30 —10:43

06.

Oral Veillonella Profiles in Saliva of the Children with
Different Oral Hygiene Statuses and Their Phylogenetic
Diversity

O Citra Fragrantia THEODOREA!, Izumi MASHIMAL23,
Futoshi NAKAZAWA!

1Department of Oral Microbiology, School of Dentistry, Health
Sciences University of Hokkaido, 2Postdoctoral Fellow of Japan
Society for the Promotion of Science, 3Department of Oral Biology,
School of Dental Medicine, The State University NY Buffalo

10:43 — 10:56

07.

Genetic diversity of Mycobacterium tuberculosis
isolates from Kandy, Sri Lanka: Insight into Beijing and
EAI genotypes
O Charitha Mendis!2, Champa Ratnatunga3, Vasanthi
Thevanesam3, Athula Kumara3, Susiji Wickramasinghe?,
Dushantha Madagedara®, Chandika Gamage3, Chie Nakajimal,
Yasuhiko Suzuki?
1Div. of Bioresources, Research Center for Zoonosis Control,
Hokkaido University, Japan, 2Dept. of Medical Laboratory
Science, Faculty of Allied Health Sciences, University of



Peradeniya, Sri Lanka, 3Dept. of Microbiology, Faculty of
Medicine, University of Peradeniya, Sri Lanka, <4Dept. of
Parasitology, Faculty of Medicine, University of Peradeniya, Sri
Lanka, 5Respiratory Disease Treatment Unit, Teaching Hospital,
Kandy, Sri Lanka

10:56 — 11:09

08. Insight into the Beijing genotype Mycobacterium
tuberculosis in Myanmar
OLai Lai San!2, Nan Aye Thida Oo!2, Khin Saw Aye?, Chie
NAKAJIMA!, Yasuhiko SUZUKI!
1Div. of Bioresources, Research Center for Zoonosis Control,
Hokkaido University, Japan, 2Department of Medical Research,

Myanmar

11:09 — 11:22

09. EhiskME 225 D 16S-RMTase D H
OREPARE Y, FHE L, IR 2, JRER S, HArE1
LEERR - BREE - RAnfAE, 2 fRKE - BESE AT, 3 UK -
JL[FEREE - R PRER =

11:22 -11:35

10. Prototheca zopfii » MALDI-Biotyper IZ X % & s+ H & Bl
O=JHFEL, ATHZE L, ISR 2, WHARKS 1, 45HE L 3
LEE R - BRI - BREEABEE, 2 HOR - BRIE, 3 REEK - FilERaE

11:35 —12:30 BYKRAFEEER - pHEES
12:30 — 13:00 &£

13:00 —14:05 vy a3 (R : fHME—, FLIRERKEFE)

13:00 — 13:13
11. N RBEE TN AR ATPEE O IR



O HE, F #, HRE sz, #if bk, If &
BERER - BRI - Rinfird

13:13 - 13:26

12. LBREREICKTEHIT I <Y OH5EENE
OBRBIMEFE 1, KERM 2, LRI 3, EAET 4, HSEE 5, &
He L, WHARK 1, BEHTE 2, 49HhE w6
VERFEK - BRI - BREEMAEE, 2EERER - BREE - BRIEZAEAL, SAREF)T - 52
BHENEH 4~ —T7 5 LA K, 5T LD HRER, 6 KK - Hi#
KA

13:26 — 13:39

13. Z7Aduex/u s ifEERBEEE DNA x4 L— XG4
b 72 6T EEDOFAM
ORNBH L, FE TR, 8AREE 1
VIEHEE R T « NERIGEEYYE Y —F ' Z— - XA F U YV — 2
i

13:39 — 13:52
14. Inhibitory activity of WQ-3810 against DNA gyrases of
quinolone-resistant Mycobacterium leprae
o Jong-Hoon Park', Tomoyuki Yamaguchi', Chie Nakajima', Suzuki
Yasuhiko' 'Division of Bioresources, Research Center for Zoonosis

Control, Hokkaido University, Japan

13:52 — 14:05

15. DC-159a shows inhibitory activity against DNA gyrase
of Salmonella Typhimurium
OKentaro Koide!, Siriporn Kongsoil:2, Yuki Ouchi!, Tomoyuki
Yamaguchi!, Chie Nakajimal3, Yasuhiko Suzukil-3
1Div. of Bioresources, Hokkaido University Research Center for
Zoonosis Control, Japan, 2Dept. of Veterinary Public Health,
Faculty of Veterinary Medicine, Kasetsart University, Thai.

10



3Global Station for Zoonosis Control, Global Institution for
Collaborative Research and Education (GI-CoRE), Hokkaido

University, Japan

14:05 — 14:15 K&

14:15-15:20 vy a4 (R FHAF—., LRABE ¥ —)
14:15 — 14:28
16. BESHBEARA T T NbDOWR I IITTOKRMEE L EHERENT: B
NWHERMEREZXD A 237 b
O HI L, WL 12, MRBEE Y, KAREE, BT, BF
BT, (O 1
VLM KRB AR AR 5E%, 2 LM R e

14:28 — 14:41

17. AL T AT TO LR PR B S O 8 EET
ORARTEE 1, RBVER] L, Kl 12, M43z, (intiz
VAEREE « BRAY - JRRRARMT, 2 AR - [

14:41 — 14:54

18. ~A a T XA~vHRIRFI VNI BILLB~YUARA~YIuTy
— Vx5 IL-1 8 EAFEE M
Offcfad 1, BRER L, RS 2, SemfdE—RR !
VIER - Bidl - RE e, 2ERIERIR - BilEd - M B R

14:54 — 15:07

19. Chlamydia &Yz & 5 DEVD EFFEABRBRALY 7= F—F
KM O B A —F 3 EHALEIE
O RER] 1, RAGREEZ L, FAE 2, Loffz!?
VIERBE « (RIERLE - JHRIERENT. 2IEKEE « & - IBIERT A A —
y

15:07 — 15:20

11



20. ERUVA VA Mimiviridae B BBRE 7 7 IV 7T 0HEMILIZE X
TR DN T
Ol Pz 1 MEIER L, RKAREEZ L, THE "2
LAEK - ARF} - JWRE, 2IIRREK - & - e v 2 —

15:20 — 15:30 {KFEH

15:30-16:35 v a5 (FEE : EAER. dLREFIEE)

15:30 — 15:43
21. Lactobacillus gasseri )V AR"T A4 aBOEHBER/ RN 2{LFE
15

ONEsethi . B VERRIEEEP 2, ARFTER 3, IR 2, Pk
S B 2 B —1

UALBRIERL R « REEED - AW SRR, 2 JEHE RFERFERE « 25
WFSERE « FRARTFEERRYT « A A B ST SR =R | 3 RESE BT B ST -
Efn TR - 2B 7 e e A RRSERR Y

1543 — 15:56

22. IBRBRFRELMB15E T T Chlamydia trachomatis D RRRENE %
B+ 5BREIZONT
O, fRER] L, O Eil RKAREEZ L, FFE 2, (1

Mz 1
1 AbRBE « AREERLE - JRRERENT, 2 B KPS « [ « TRHEfRITA A —2
.

15:56 — 16:09

23. Proteus mirabilis DEE N7 T VA7 77— DORE
OARTHEE L, AT L SRR 2, gHERE 3, PWHEAK !
LEEIRR - BRI - BRIEAEE, 2 B8N - BRIE - BREEAAL, 3 RIEKR - B
AR

16:09 — 16:22

12



24. REEOHERFHE CEET 528ER T AtxA L DNA D1
B &R AT
OB B, Bea K, FH 75— = FM%
ek - NBRE 2 —

16:22 — 16:35
25. HAEMBEREN 2T A— X5 MNRFEMEOERARIC
DUV T
O FERL L, RAREEZ 1, REER L, PAE =2, Lozt
VAL KB - (RAF - SRREARAT, 2 IEKRE - = - AFFE i o & —

16:35 — 16:45 {KEA
16:45 — 17:30 ¥eplliEiE (FER : iHH, bR AERE &% —)

17:30 —

17:40 -

Aspergillus fumigatus ® 7 Y — VR L E # Kt
~THEEILLE IR TEEN, EDKITIEEST2DD? ~
B FLC (HEK - BE)

17:40 £Z

B =
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A=
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FehleETE

Aspergillus fumigatus O 7 > — )V % 5t B B 3
~MHEEIZE SR TEEN, DX ITEELTLDN? ~

BHE =
HEK - BRE

M QAL & T OMBEOERSITA BRI N TWD, — 5T, HAEIC
BT HEFMMHALITRERMEL 70D 205 5, FrICEREEY Aspergillus
Sumigatus (23313 5T Y — )V RHTEEEA~OMHE LRI K E ZRRE & 72 o
TETW5D,

Aspergillus fumigatus |XBREEH . FRZ HEPITEET 5, £72. ABIL@ERYYE
D=2, T AV FNVAEDOERFNER & L THOEN TS, TRiamEE L
TT Y= AVRPEEENAN LN L0, EFEITIGREZZT TORWEENST Y
—VRBEREESOEGFIEZ R o T EE RS B SN D X oI »T&E 72, BED
FHIRHT . BHARET O BIHRERDA DS TE TR, BEKRATIERL,
WA TT YV — VR CHIOBRIRZ S T Tk R & UCIMER DS EE N & B 2
LR TWD, ZODMHMERTIET Y — VR HIEE KON TH D CypS1A Z
NIEOREDT X/ RAERIINA T, D7 1T —F —Hilk CHERLY D HEH
N Z > TWA5,

AT T — 1 v 2 BEE D b OMERROHE DSHHIRNEDS . ek TIEH RS
HEREE W o e 7 DT HE, EmALT A U I RENS b EER RSN T
%o ARIZBWTHEE DD OMMMHEROSBERE P72 SN TR, S HITITEREE
HF G RS DS TV D, AARTOSEERRIT A ARENTORIRE 1T T
A CTEMPERR TIE e <, AL ORHIAENTRTH 5 2 & BT HRIB S L
TW5,

AENET Y — VIl A. fumigatus \ZR8T DNy 7 750 RERZ RN L, &
IO~ OWFFERR & # LT,

15



Tyiall

1. MR B D Clostridium difficile 15 Yz Z 18 D fiZ 1

oFFE |, JIHME ", LFEM ', ANE'
1 BEX - BRE - Réf4E

[H9]) Clostridium difficile (CD) 1%t MIZAREMRIGA ., HUHESKESE T 5]
JEZ IR &35 CD EYYECDD % 5] XL 29, 7k, Ui 5o rE 5 A
5 DIRELIC X 0 FIE T 2 BN S G 23 R & ST E oA, i g
FHHEOHMAME SN TWD, WA TIE, B MOk L TEEM: 273 CDUFRIC
VRZ AT 07813, BAN L EES TR Y PG S FIHE N & o BEME 2 R
BN TWD, Lo, HRIZBIT D HIRESD CDFRERERIIAHTH L, £
ZCAE], HIRE S (AR O 12815 %5 CD O3kt S E 35720,
TR E D6 CD O3 BEE TV, OMRZ T LT,

(BB R O 1E] ALHREN O/NGEE % CTREA L7253 %N (89 k) . it (91
IR . /L S— 28 R) . KL/ 3— (24 BiK) . B (34 fifk) KO (242
BRI 2D, HEEERIREERICE Y CD 2508 - [FE Lz, 5Bkl >\ T PCR
UVRZA 7, mRBILT OB, M OFEH SRR 4 FE0E L7,
[FER KL OELE] BA 6/89 Ifk (7%) . BL/3—1/28 ik (4%). H73E 8/242
B (3%) 2 HEt 30 #£> CD 3yl s iz, EOMOEMmIHIL, CD IE5HE
SNenole, DEESNTERD Y R A 1L, VAR A7 001 RIFEEHEZ R L,
EBUVEFEEZ R T ZEN LS HOENTWB U RY A T TlEhroiz, LL., 4
B (18%) 1%, & b~OJFFEMHEICE S35 FF v (AKUB) #/F LT\,
Flo BOHRITE R CDLIZZR > 2 BRICIBRICHW BN NNy a~v A U kD
A hB =B — SR L 2R Lz, ARl R E A DIERETIEH 5
HLOD FF VUGN NS I s, HIREMITE N oGO RN
ERVEDZ NI, CD IFREZERT S b, &b E b
DAGFEZ B T DI, 72BN EE TH 5,

16



tyiarl CGHESEBEMERE)
2. FLETHNEIMRRE R ¥ v 7128 B AF TV itk
BT FUREMRSAREY 27 &

MRSA ﬂ%vv—:ﬁ’/wvg?mi

ofeBERE ', HFE ", AIAKXM L, ANE
1R K - BRE - &R b A, 2 F % 72\ B

[ 5] MRSA (ZB2NIREOFINE & LT FERZT TR <ERERICBWT G
HEMA I D, 2008 F-OFLIET N OFRAEIZ BV T/ INENMER IR BEREAT(23%) & B
FHEM0%)LEHIZ MRSA ZRET 5 Z ENH LN ERY | I SIXABRERMS
3R DT TEMRPEIZ 1T 5 MRSA BENEGLRI R~ =2 7 V) Z29RE LT,
AlEl, == 2 7 VOFIMEEZ BRI 5720, BEEEICI T % MRSA (RE A 4
RSN L 7=,

(FRE71E] FLIRTH N 45 P O BREEAT 91 44, BWEERT 113 4, %@ﬂﬁx& >

T 2L DEYERAT T BRESZEY YT 123 BIR) S MRSA %4k L .
T RT3 K OSEANZ MR 2 E i L7z, UV A RFE2FRET 5729 7//7
— FiAAE A2 1TV, Fisher’s exact tests & student’s t-test (2 2 V) HLZS EARNT 2 it L |
p=02 DT ERIBIZAT v 7T A RIKIT L D B2 EfENT % Ik UIMSLIR 1 % Pk
E LT, p=0.05 ZHEHFHICHE RN T & LT,

[FER & Z2] BRERD 15%(14/91), BMWEEMO 6%(7/113), ZDOMA % > 7

D 8%(2/24), BREIMELD 5%(6/123)7>5H MRSA 230 S, WEDORHEIC N
MRSA PREEIG D AME 2~ LTz, s3BES 3072 MRSA 13, & TE MER TEAL
72 CC5/SCCmecll I\ZHIBI 30, & MEENOEERA~FFHIAENTCAEEL R L
72, PFGE fEATOREF, [F—HBENO B R LR S F— 3% — %7~ 9 MRSA
DR E ., B b BREAZ S D7 MRSA OIGFEREE OFIEZ R LT, HAE Bfif
Froofs Fe. HRFECEREAT; p=0.03), Fln(GMEE 1 39 5% vs [2YEE 45 7%, p=0.04),
PERI(FME; p=0.03), MRSA {RE &) & OHfil(p=0.008), N> K7 U —ALIZXDHF
FND 7T (p=0.01), ZIFEH DTV (p=0.01)23FE (- MRSA £ L BE L=, £
IEBFRNT OFE R, U A7 K+ & LT MRSA fREEI & OEil(p=0.007). BHERK 1
ELTAY RZ U —AIZXEDTRND 7 T (p=0.004), 225t O T-HEV (p=0.04) 23l
SRS TH T, S 5T, BRERNZIHBWVT MRSA v~ == 7 /L& §ite Z & X MRSA
REEZ BB S 72=0.01)Z &N D~ == T UTHEL U 72 TR A O
23 MRSA BEBRICAEZI CTHH EE 2 BN D,

17



Tyvarl CGHEBBEEMEE)

3. kB EBIZRBITFTATIA T ~D
V7 MR TRERAOEE

oFEJIAK Y, METE, EEFREFL BE—%°, MRERY BIIHE S,
NHEAK ', FHmER °
1B R - BRE - MEME, 2 LEEX - RE - BASW,3BEKX - RE - RER
B4 RYH - MEE—,SEEK - RE - REFLEDLR, 6 REX - BHXE

[HRetR] V7 P A TIRITIREMEL 7 R AE T OEGIZ > TRZ 2 A
ERILHEIYE TH U | 1 ZERTOMFIIAIELT 5, 774 7 ~<1E 2005 FIThE
ITE&NT TOSRAEWIE] 2RV TRENKRAEY) ([THREI., BibROKG L -
TWDHD, BN THE I TEY . TOARBITIEREMICH 5, Fxld,
2004 EICALHFE DT T A S~ b D TL T M AY T 208l REN A< 2iH
LTWAHZEEHLMNIC LIz, A, BOEANDT 74 7<IZB T H LT FAE
7 OIRERILZ Tl L 72O THE T 5, [BMEHE J7EE] 2012 4625 2017 4RI20 T
TENTHEINTZT 74 7~ 2RI, VT A ZEROFHEIZ OV TN
7o BEEE © BB L OUREHWT, EMIH BMIC X 2 HE B2 R a7, Bis
TR RN L 7 b AT BMRA T L MEBBEEES T flaB R & LT, Nested
PCR % %Efii L7z, MIGEZWr « BEMEE TEEEAE (MAT) (2 & - T, AMyEiicxt
TOPUARAEREA LN LT, SEiSZ LT N AEZHMEIC OV TE, ft
Mm% A7z MAT (2 X BIiERIBIZ N, RFLP (IR K28 . 16S
rRNA B X W flaB D> — 7 =2 AT  PFGE (VA 7 4 — )b R 7 OVESIKENE)
FEDOBIRTFHIMNT & I UTo, [RER & BE2] 2004 74D MAT OFER & g L
C. Leptospira interrogans IG5 Autumnalis 33 JX OY L. borgpetersenii {55 Javanica
(ZxET D HURRA ENEI L T, £72, 2016 4FIZITRITH Tl S/ 1 8EO
g6 L7 N AT BNoEES . L. interrogans LR Autumnalis & [RE L7,
PFGE DOfERMND, AEHITZICHEES Iz L7 N AV TR, DLaio B S v7-#k
DIRAERR EE 2 B, BHIRICH T - CRIERMEN T 7 4 7~ O CHERF S h
TELZEPHLMNE T, SR AEMICBITD2WEMEL T AT DOEE
WDHERENT=Z & D, A% ANBILBEEIYEDREEY & L THIEEDRLETH
HEEZEZBND,

18



Tyvarl CGHEBBEEMEE)

4. FERBIOLERIZBIFLI VI FPAETD
A TR D B E

OB AKEES ', MMM, AEZE, NEMRK, FHER
1ERR - BRIE - BREMIE, 2 REXR - FERE

(R & BR] V7 b A TSR 72 NBRIGERYE CH 5, G E O
B PR S AURHICHEE S D 2 & TRIEAGR L, KPR P cR
HAEGARAIEETH L EEZZ DN TS, LnL, EEICIIEFSOHEBEREICKT
DEARERIIZ RN E N ORERTH D, AFOIEIKT & BhlfES 45|
SEITHEEROO LS TH A0, FOREYEE L 2 548800 HERICBIT 5
VT NAETOAEBRMEERNT 2B ET 5, [MEE HIE] BEED0
THEES T NE LTERIL, WS OPDOEETFTLT FAY T 2 —E MR E
S/, FO%, FREERERTL T M A TORBEAMBE TE ARG ERE
AFRMEE UCRHMI L7z, Sofh e LTl BRpIR oD TIRBR BT 2 SOk U 72 St (TRLEE
20C, K EAE40%) (Zx, RE (4C,200C,30C) HLHWTHEY 7 1o
KaGHE (20%, 40%) S TR EZRIE Uiz, MAEKITHRREMRE L
T Leptospira interrogans MLiE% Hardjo & L. alstonii, FERIEMERK & LT L. biflexa
MiE% Patoc ZFEH L7z, F72. MmiE% Hardjo (22U CTIEdkE I L OFEME 12
TNV EMER UEREIT o 70, [RER] WIEMER TIX. L alstonii 73 T8
NP TR 6 4 M. MiER Hardjo Tldi R 20 H R, FEHFEMEO I IER Patoc
TIEREI » HMICEY £ L=, 7. COEKRICBWTHIRE 20C £ /213K
DEAE60%D Y NPT ERENE L AN D D T LB
Elpol, [BL] POV T N2 T OERICEBWTRE L KOG E A &N E
BRERTHDLZ N pnoT, FrT, HEOKSEHERELBENMICHE R
AAERADGRD B v, BBEHIHIN L0 BEWEETAKDER & 60%HEIE 20%HE & Hifg L
THAERMENAEREICE DT, DFED | RNV Y F AT IXEMICIE Y & H0
DOTEERTAK L, FUEPEZIXZOAFRILIIBIIERE T 2HMICH D Z &R
e ST, HRTHEAOEMIZ L 5GP PO LT A Y TGOS TR
MTHY, RERINDETH D Z DREGYEDERMEZ D TEMT H2MENH D,

19
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5. Development of a recombinant Bacillus anthracis protective
antigen domain 1 bovine ELISA for the serological

surveillance of anthrax in Zambia
oManyando Simbotwel, Daisuke Fujikural, Yoshikazu Furuta', Mudenda Bernard
Hang’ombe * and Hideaki Higashi'’

1 Division of Infection and Immunity, Research Center for Zoonosis Control, Graduate
School of Veterinary Medicine, Hokkaido University, 2 Microbiology Unit, School of
Veterinary Medicine, University of Zambia, 3 Hokudai Research Center for Zoonosis

Control in Zambia.

Anthrax is a fatal zoonotic disease caused by Bacillus anthracis (B. anthracis).
The disease primarily affects herbivores such as cattle, sheep, horses and goats after they
graze in areas contaminated with spores of the bacteria. Humans acquire the infection
through contact with infected or contaminated animal products. Anthrax poses as a
serious public health problem and causes significant economic losses in the livestock
industry of several developing countries, particularly those with poor public health
systems and vaccination practices. In Zambia, anthrax outbreaks in cattle, wildlife as well
as humans occur frequently. Serological data to inform anthrax management and control
is currently lacking. In addition, there are no assays for the serological epidemiological
investigations of anthrax in livestock in Zambia. Currently, ELISA is considered the most
reliable method for seroepidemiological investigations of anthrax. However, available
assays are unsuitable for use in endemic areas and resource limited settings with poor
maintenance of cold chain facilities. Therefore, it is necessary to develop an efficacious
serodiagnostic assay for the surveillance of anthrax in Zambia. In this study, we
developed a qualitative indirect enzyme linked immunosorbent assay (ELISA) based on
recombinant B. anthracis protective antigen domain 1 (rPA-D1) for the detection of
anti-PA titers in bovine serum. To prepare rPA-D1, we cloned PA-D1 gene from the B.
anthracis CZCS strain and constructed a plasmid for the expression of rPA-D1 as a
glutathione S-transferase (GST) fusion protein in Escherichia coli. The Western blotting
analysis revealed that, rPA-D1 was expressed as soluble. By affinity purification and ion
exchange chromatography, we successfully purified the expressed recombinant protein
with high purity (greater than 90%). The purified protein was subjected to lyophilization
and then stored at room temperature. We found that the protein was stable after several
weeks of storage. To set up the optimal ELISA conditions, we performed checkerboard
titrations. Cut-off values were determined as mean + 3 standard deviation of negative
control group. The rPA-D1 ELISA was able detect seroconversion one month post
anthrax vaccination in cattle. The overall accuracy of the ELISA was validated by a
single receiver operating characteristics (ROC) curve analysis. Intra and inter assay %
coefficient of variation were less than 10% and 20%, respectively. The performance of
rPA-D1 ELISA was comparable to that of a commercially available assay. One
advantage of rPA-D1 ELISA over commercial assay is that use of lyophilized antigen
eliminates need for cold chain facilities for storage of ELISA plates and antigen.
Therefore, the rPA-D1 ELISA is a simple and convenient assay for the surveillance of
anthrax in Zambia.
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6. Oral Veillonella Profiles in Saliva of the Children with
Different Oral Hygiene Statuses and
Their Phylogenetic Diversity

oCitra Fragrantia THEODOREA', Izumi MASHIMA'*?, Futoshi NAKAZAWA'

'Department of Oral Microbiology, School of Dentistry, Health Sciences University of Hokkaido,
*Postdoctoral Fellow of Japan Society for the Promotion of Science,
*Department of Oral Biology, School of Dental Medicine, The State University NY Buffalo

Introduction: Among 13 species of genus Veillonella, only V. atypica, V. denticariosi, V.
dispar, V. parvula, V. rogosae and V. tobetsuensis have been isolated frequently from
human oral cavities as oral Veillonella. Oral Veillonella is known to have a central role in
the oral biofilms formation at early stage. However the concrete roles of oral Veillonella
in biofilm formation at species level have not been clarified yet. In addition, many studies
reported that the unclassified isolates displaying the characteristic of the genus
Veillonella were found in oral cavity. These isolates may contribute to oral biofilm
formation. Meanwhile, there are no reliable reports on the phylogenetics of the
unclassified Veillonella isolates at different intra-oral sites. Therefore, the aims of this
study were to evaluate the oral Veillonella profiles in the saliva of the children with
different oral hygiene statuses. Also, the phylogenetic diversity of the unclassified
Veillonella isolates were revealed in this study, and novel oral Veillonella species will be
proposed.

Materials and Methods: Saliva samples from 107 Thai children divided into three
groups based on their oral hygiene status (good [# = 27], moderate [n = 35], and poor [n
= 45]) were collected. Oral Veillonella isolates were identified using one-step PCR with
species-specific primer sets based on the sequence of rpoB. In the phylogenetic studies,
23 unclassified Veillonella isolates were chosen in this study. The PCR-based
amplification and sequence analysis of 16S rRNA were performed by using the
previously described primers. The sequences were determined with an ABI PRISM 310
Genetic Analyzer. BLAST search, pairwise similarity values and construction of
phylogenetic tree were evaluated by using LASERGENE program (DNASTAR).

Results and Discussion: The present study demonstrated that oral Veillonella isolates
detected in subjects with poor oral hygiene were more than twice as likely to those with
good or moderate oral hygiene. V. rogosae was detected as predominant species through
all groups. The detection rates of V. parvula were increased from good to poor oral
hygiene. This results indicated that the relative ratio of oral Veillonella species such as V.
rogosae and V. parvula in the saliva could be used as an index of oral hygiene status of
children. In addition, the unclassified Veillonella isolates formed a distinct cluster from
the established Veillonella species based on 16S rRNA tree. The most closely related
species was V. dispar and V. tobetsuensis. Pairwise similarity values obtained by
phylogenetic analysis supported the results of 16S rRNA tree.

Conclusion: Based on the results, this study demonstrated that some oral Veillonella
species could be a useful as bio-indicator of oral hygiene status in the children. Also, this
study strongly indicated the possibility of novel species in the genus Veillonella.
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7. Genetic diversity of Mycobacterium tuberculosis isolates from
Kandy, Sri Lanka: Insight into Beijing and EAI genotypes

o Charitha Mendisl’z, Champa Ratnatunga3, Vasanthi Thevanesam3, Athula Kurnara3, Susiji
Wickramasinghe4, Dushantha Madagedaras, Chandika Gamage3, Chie Nakajimal,

Yasuhiko Suzuki'
1 Div. of Bioresources, Research Center for Zoonosis Control, Hokkaido University, Japan

2 Dept. of Medical Laboratory Science, Faculty of Allied Health Sciences, University of
Peradeniya, Sri Lanka

3 Dept. of Microbiology, Faculty of Medicine, University of Peradeniya, Sri Lanka
4 Dept. of Parasitology, Faculty of Medicine, University of Peradeniya, Sri Lanka
5 Respiratory Disease Treatment Unit, Teaching Hospital, Kandy, Sri Lanka

This study was performed to identify circulating genotypes of Mycobacterium
tuberculosis (MTB) and their transmission patterns within Sri Lanka. DNA was extracted
from 85 isolates of MTB collected during 2012 to 2013 from new pulmonary tuberculosis
(TB) patients seen at the Regional Chest Clinic in Kandy, Sri Lanka. Spoligotyping and
analysis of Large Sequence Polymorphism (LSP) were performed and results were
compared with Spol DB 4 database to identify the circulating genotypes. MIRU-VNTR
typing for 24 loci was done for Beijing and EAI genotypes to identify the genetic
diversity within each genotype. Minimum Spanning Tree (MST) was constructed and
cluster analysis was done using BioNumeric 6.6 to detect the transmission patterns of TB.

Total of 26 distinct spoligotype patterns were identified and 16 of them were matched
with the existing spoligo international type (SIT) patterns. Ten new spoligotype patterns
were classified under lineage 1 and 4 by LSP. Predominant lineage in this study group
was lineage 4 (48.4%, n= 39) followed by lineage 1 (28%, n=25) and lineage 2 (22.5%,
n= 20). Only one isolate (1.1%) was detected in lineage 3. Highest number of isolates
belonging to a single SIT was represented by Beijing/SIT 1 genotype (22.3%, n= 19),
followed by EAI3-IND genotype (n=16, 18.8%). Cluster analysis and MST illustrated a
high diversity within those two genotypes though they made 2 larger clusters based on
spoligotyping results. In this study great diversity among circulating genotypes of MTB

in Kandy, Sri Lanka was detected and a larger outbreak was not observed.
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8. Insight into the Beijing genotype
Mycobacterium tuberculosis in Myanmar

o Lai Lai San'?, Nan Aye Thida Oo"?, Khin Saw Aye’, Chie NAKAJIMA',
Yasuhiko SUZUKI"

1 Div. of Bioresources, Research Center for Zoonosis Control, Hokkaido University, Japan
2 Department of Medical Research, Myanmar

Tuberculosis (TB) is regarded as a leading killer infectious disease worldwide.
Myanmar is included in the 30 countries with a high burden of TB and is also one of the
30 high MDR-TB burden countries in the world. The estimates of MDR-TB burden in
Myanmar by WHO in 2015 is 5.1% of new cases and 27% of retreated cases. The Beijing
strain has a significant association with MDR-TB in a previous study in Myanmar. We
aim to determine the transmission pattern of the Beijing genotype MTB strains by
genotyping methods

To determine the genotype and to identify the transmission pattern, a total of
103 MTB isolates collected from Mawlamyaing, Myanmar in 2016 was used for the drug
resistant conferring gene analysis and identification of the Beijing genotype. Among
these isolates, 35 Beijing genotype strains were analyzed by variable number of tandem
repeat(s) of mycobacterial interspersed repetitive units (MIRU-VNTR) typing. Fifteen
loci of MIRU-VNTR (QUB26, Mtub21, MIRU31, MIRU10, QUB11b, MIRU26, MIRU4,
MIRU39, MIRU40, Mtub4, QUB4156, Mtub30, MIRU39, ETR A, and MIRU16) were
used and the results were analyzed by Bionumeric software.

There were 6 clusters and 23 unique patterns in phylogenetic analysis. Each
cluster consisted of 2 isolates. The finding suggested that the Beijing genotype
MDR-MTB strains in Myanmar were diverse. MIRU-VNTR pattern of most of the
isolates from Myanmar was different from that of the neighboring country. The strains
from Myanmar showed no significant clonal expansion and less clustering. When
comparing with the strains from the previous study and a neighboring country, Thailand,
the genotype pattern of the outbreak strain was observed.

VNTR set used in this study was applicable for the discrimination of Beijing
genotype MDR-MTB. The finding of the highly diverse Beijing genotype MDR-MTB
can be inferred that the outbreak is less likely to occur. However, the same genotype
pattern with the Thailand strains indicated that there were some outbreaks between
Myanmar and Thailand region. This study contributes in making effective measures for
the better treatment and prevention of TB in Myanmar.
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Za— K958 280kbp D77 A3 K LIt B 77 ¥ ~—tkELblarew)Bi5 1.
AG (A% (aphA ) FEATE R T 72 S o FAIMHEE AR T HAFE L Tz, MLST
AT OFER, ZORIIHRAF O NERIS THESE ko TWnis 7 r—rD—>
Thon, ST3T IS, UEORREID, £ X &t FOMTST37 DIk
B Z > TV D A[REMEDS R ST,

24



Ty a2 CHEBRBEBEMETE)

10. Prototheca zopfii ™ MALDI-Biotyper (Z X %
BinF R & B
o=fEfE, MERE, MME L, WHAR', HHER"’
1 BERK - BRE - REME,2 BX - BRIE,3 XfEKk - BE#XE

W55 - HBY] Prototheca zopfii (P. zopfii) 1XFLAHIZEHBIEFLE & 2L Z J A
ThY B L 2BFEL TV D, BREMOERFR 1 I3REMEDMEV S,
BARFR 2 1 TFFEROFEN & 720 | FFEKEE Rz @iE, Wik2iske %hé -
D=, AFEREBTB LR BERET D P. zopfii 13508 S V7256 121 3WE
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—/b « XA TIE MSP 2185 Z LN TE o7, Zymolyase® % 9%
& MSP ORHNFRILTEWABETFRHICL D7 FAZ =N TEerole, B
— AV A N—VETRABTE T A, MSP MR e b K < BB L 7o Rwesti&
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14. Inhibitory activity of WQ-3810 against DNA gyrases of
quinolone-resistant Mycobacterium leprae
o Jong-Hoon Park', Tomoyuki Yamaguchi', Chie Nakajima', Suzuki Yasuhiko' 'Division of

Bioresources, Research Center for Zoonosis Control, Hokkaido University, Japan

Leprosy caused by Mycobacterium leprae is one of the world health problems. The
number of leprosy patients has been dramatically decreased by the multidrug therapy
(MDT) recommended by World Health Organization (WHO). However, new cases and
relapse cases still remain. More than 200,000 new cases are reported in the world every
year. Resistance against drugs used in MDT is emerging a problem for leprosy treatment.

Ofloxacin is a quinolone used in MDT. The main target of quinolones is DNA
gyrase, a bacterial enzyme that plays an essential role in DNA replication and
transcription. Unfortunately, ofloxacin-resistant M. leprae has already been reported.
Moxifloxacin was reported to be a promising new anti-leprosy drug by the WHO
technical report in 2012. According to the report, moxifloxacin is five times more
powerful than ofloxacin in mouse foot pad infection model. WQ-3810 is a newly
developed quinolone that was reported to possess high bactericidal effect against many
kinds of bacteria but not tested against M. leprae.

To compare with that of ofloxacin and moxifloxacin, we tested the inhibitory
activity of WQ-3810 against M. leprae by in vitro assays using recombinant DNA
gyrases of wild and mutant types with ofloxacin resistance-associated amino acid
substitutions of valine for alanine at position 91, cysteine for glycine at position 89 and
glycine for aspartic acid at position 95.

WQ-3810 had higher inhibitory activity than ofloxacin against wild type DNA
gyrase and all of mutant type DNA gyrases. Interestingly, although inhibitory activity of
WQ-3810 was slightly lower than moxifloxacin, the same or higher inhibitory activity
was observed against mutant DNA gyrases. Our result suggested that the characteristic
structure of WQ-3810 has a relationship with better inhibitory activity against DNA

gyrase of ofloxacin-resistant M. leprae.
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15. DC-159a shows inhibitory activity against DNA gyrase of

Salmonella Typhimurium

oKentaro Koidel, Siriporn Kongsoil’z, Yuki Ouchi’, Tomoyuki Yamaguchil, Chie
Nakajima'?, Yasuhiko Suzuki'’
'Div. of Bioresources, Hokkaido University Research Center for Zoonosis Control, Japan,
’Dept. of Veterinary Public Health, Faculty of Veterinary Medicine, Kasetsart University,
Thai. *Global Station for Zoonosis Control, Global Institution for Collaborative Research
and Education (GI-CoRE), Hokkaido University, Japan

Quinolones show excellent antibacterial activity against Salmonella isolates, however,
quinolone resistant bacteria have been increasing in recent years. The aim of this study
was to examine the in vitro activity of DC-159a against Salmonella enterica serovar
Typhimurium in comparison with nalidixic acid and ciprofloxacin.

Recombinant wild type (WT) and five mutant DNA gyrases were expressed in
Escherichia coli and purified by affinity chromatography. The inhibitory effect of
quinolones was assessed by the drug concentration needed to inhibit the supercoiling
activity by 50% (ICsp). Dilution methods were used to determine the minimum inhibitory
concentration (MIC) of quinolones against two different strains, S. Typhimurium and S.
Enteritidis.

While the ICsos of DC-159a against WT and mutant DNA gyrases ranged from 0.32 to
8.8 pg/ml, those of nalidixic acid and ciprofloxacin were 28-600 pg/ml and 0.25-480
pg/ml, respectively. Moreover, the ICsgs of all quinolones were highest for DNA gyrase
with double mutation; however, the ICsy of DC-159a was less than 1/50 that of nalidixic
acid and ciprofloxacin. Finally, MICs of DC-159a were higher than those of
ciprofloxacin, but lower than those of nalidixic acid.

In contrast to nalidixic acid and ciprofloxacin, DC-159a exhibited potent activity at
low concentrations against WT, single and double mutant DNA gyrases. Based on the
relationship between ICsp and MIC, the estimated MICs of DC-159a against Salmonella
strains with mutant DNA gyrase were much lower than those of ciprofloxacin and
nalidixic acid. DC-159a is suggested as a candidate drug for the treatment of

salmonellosis caused by quinolone resistance S. Typhimurium
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FEIZIBWT, 77 I U7 IRRRYE 1T H ARG Tk, IBNAIE RS © OUT 23 A &I
Bmnolz, FO—FT, WTINOBAKTH~y aryF—iE ETOEEREMRIZIZEALE
MR TE I ote, ZOX I, BIENRD LRV ZH BT, RGN MER
B OUT o¥ghnix, MHEER7 7 I VT ORBYRIZA VNI Ve 25,
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17. ALIRH T AT LM TO LR P REHE O B EE4T

oRAMREE !, MEWEH ', RKIFHT > #MAK’, Loz
YIERBE - RBE - RIBARAT, P EMK - B

E NOAETREREND RWESNIE#EIL, & FOBESEEE R EICL > TE
LR, @FRCEYYEDR AT EL 52 T\ EFPREND, RIFFEET
(XEE, FLIRH FAMTZEMIC TEREARA BT L, & 2128 400 AW
RIRO B EE) L THEIML- 2 L2 Y97 TlE Lo, AFEEITERTICEE
NDHMEOHERRZ A ST 572018, RCY 7 Aokt —7 o
—IT & D R & Ik L7z,

EEIX 20165 H2H, 6 H1 H, 7HS5SHDF 3 BT, & BRI 8 FKEND
“8HIFDOMIC, n—RY VAT YT T —LV-40 CEHES) (203um HT A
WAt~ 1 V2 —%A22E LT 40L/min THSL, 2RI 2L ICT7 4 v Z—ZZH L
T 7 H NN EB, WREIIHE 1.5m [ZRRE L, ERFP ok 5o’
NVRNR=FT 4 NI 2 —P311 (=T V—FT 27 /ud—) ZH T 03~05
um, 0.5~1.0um, 1.0~50um @ 3 ZEZHEL, B L7 % 7L
0.05% TritonX #0N PBS THEE L. VeifHik»H DNA ZfliHHi# ., 16S tDNA (25D
< THEMAT 2 20 L 7=,

EYEXHR TR SN2 (T L~ b & BRAh LTSS, OTU £ 5 A28 6,662 Y
— R, 6 AN 8353 U— K, 7HMN38467 V—K&7eh, EFEHEEFT KRN
ERADIZONTHREBY — RERABEIM L, —J5, 2L LTo Y — Tt
72 EDOBREY TV DT BER & R TTIER IR =T 7L O DNA
RENFEFICHENZ LEZRBLTNWDL D EEX b, L~V TORER R
Tl&. Firmicutes M (77 AGMEE) BWOTHOV T AR THERS ESWEIEG T
RSN TEY, ERICEWIENERPZ2FEL TWD b0 EEI N, U
— RO O FE AT B NEBNIRD Do, 2D ORERICE
0. b RNEE) L TSR O 22 KPR IEHE OB 2 600235 2 &3 T
X7l AklEe N OIFEINENEERE IR T SMEOREEZFHETETH D,
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18. A G XA~vHRIRZ U NI BIZID~TT R~

rna 7y —UCktd 5 IL-1BEEA T EIE M

ofeft A, RAEW R &k ®E’ £@H K
ek Bl AR FHMAE, TERERKR RES MERR

AT T~ —=NFIRIEES A A DOEDSTHD IL-1pH D i IL-18
DFEAE ZFES 2 /AN Y —Td 5, IL-1B1%H JE & DR REFZ R W CHE
BRI LTS Z EnbBNTWD, Tl T E T M. salivarium (Ms)72
HNZ M. pneumoniae (Mp)DERD BREKAMIL2 BN~ v 7 7 —UIZxf LT
NLRP3 £ > 7 T~V =L &G L CIL-1BZFEAT D Z E LML, K
WETIX, IO~ A a7 T XA OIERMEDO—D>N U RZ 37 (LP) -
URRTF R THHZ EEPALDIT LD THRET S, Ms 250N Mp HEIRI
C57BL/6 (B6) ~ v ZADFHiflalk~7 17 7 — (BMM) (2 IL-172 5 NC
IL-18 DEEAZFHE L7223, AIEMEIL TLR2” BMM THEICHSS L=, £ Z T,
IEVEWE DS LP TIER W EE X, Ms 725 ONE Mp 75 TritonX-114 —fHS7BiEVE
TLP (MsLP & MpLP) Z#f#l L 7=, MsLP, MpLP & %\ % Ms HI3E U R~ 7F
R FSL-1 13X B6BMM (Z IL-1BDPEAZFHE L, {EMHEALIEN Rind U RTF R
WD ENTRRENT, 25 DOIEMIL caspase-17. ASC" & %\
NLRP3"BMM TIHIE5EEITIHET 57217 T/ <, TLR2 BMM T & A & ICHE L
7o LEXVU, LPIZNLRP3 A > 75~ Y —L&iEMLL., 7. TLR2 > 7 F
JVDHT NLRP3 A 7 T =Y — L& LT 2REOFEN R I, ~7
n7 7 —VICBRYIAENT FSL-1 137 7 3 VY —A72F Tl < MBI RTE
LTz, BMM OMIfREIZ LP 2 ANAPIZEA L= L Z A, B6 TIHIEMHITN 8
i EH L7248, TLR2” BMM TIXFWEM R A SN DA Th o7, Lk b,
~ 7 ABMM IZXT 5 Ms 72 5 TN Mp O NLRP3 A > 7 T < Y — A& iEMHALT %
WMEDO—2ILLP TH Y, ZOIEHERBUTIEN KD U AR~TF RE N EER
TEERIZ L E2, INHDO LP IFEBINIZRIC, 20— (VAT F K ?)
DHEICRET D ENEETHDL Z LB EINT,
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19. Chlamydia J&Y 2 X %5 DEVD BRFHF ABRRIL S 7 =2 5
—PREMBEDOH 2 N—F 3 EMHLEIE
ORE®ER 1, RAREEZ L BHNEZ2 LpfEz!

b KB - BRERLFE - FHEBAENT
MEKRBE - B - BREEBHTA A -V T

[ B WMERaN %A E Chlamydia trachomatis 1%, JRYGEA A 3 5 D3 HESHE
T E 7R WA/ IME &Y R 1372 W DS HEFE AT RE 7o AR IR 2 & 70 B AR ME O HE SR ER
Ze G FTAE N3 1T CTHE EMIRN CTHESRS 5, £ D 72® C. trachomatis 1%, YE5EA T
— VN U EBR B & fil 72 KRB IR L. R ITHE IR oD Jse e P it < &
B F3 AX—BIRFHNIEMAL T D T AR b — AL, C. trachomatis O £ B 732 H%E
HTH D, ZAVETONIE THIEER ORTHIIET A b — 23 S v, BT
IIRFHRESND Z EBH BN/ > TWND, LLZenb, JEERFO Z b
7215 k= ZTEPERI O] 0 2B D 4y PRI 01T if@ﬁﬂpéﬂ“(b\iﬁ

o & Z TH & IE, LLATIZ Kanno & (Angew Chem Int Ed Engl, 46:7595-9, 2007) |
;ofﬁ%émthA—t3;iﬁﬁﬂmmm)%ﬁﬂbtmhw/7x7~
£ (cFluc-DEVD)?2S, C. trachomatis \Z X D8 F T R h— 3V AFEEOMRATIZA AT
b D FREMEAE B 2. C. trachomatis % &Y ZH 72 cFluc-DEVD FEEUMAIZ I8N T
A= 3 OIEMHALHIE 25807472,

[ 51%] C. trachomatis 1.2 %1 434/Bu £ (ATCC VR-902B) % HeLa #fild T 2 H %
#L, BRI ICER L7 b 0 Z AWz, cFlue-DEVD ZZEHRHLT 5t b E
Fe ARk HEp-2 fiEIC C. trachomatis % i WA RIS TR S+ 2 ARAIEGE L,
R LY 7 = 7 —BIEEE=2 YV 7 L, Bk tr—n LT, 7
RE—VREFETLAX T ZARY » (STS) &A=,

[#& 5 & &%2] HEp-2 #l~" cFluc-DEVD &5 D1 Al PCR ([ THER LT,
KIZSTS ZHNT, BWAN—B3DEWREZE=F Y 7 LIl A, 4~6 FH T
WRERD STSIREMKAMIC LR L7z, Z® X 512 cFluc-DEVD %3l HEp-2
faz AT, WA= 3 JEEDNEMRICHIETE 2 Z RGN ERST2DT,
RIZ C. trachomatls JEYHRRRIC I 1T D T A X—B 3IEMZHE LTz, EORER.,
A=Y 3 IEMEITEGE 12 FFE TR L, 36~48 BFfICB W T BA- L7z, 2o X
9 |Z cFluc-DEVD %\é}ﬁ‘fﬁﬂﬁ X C. trachomatis JEGHANE D T3 A 73— 3 {5 M & i AT 4
59 ZTCHMRY =L ERDAREENRBRINT, FEaE  HEEHE. RBRMm
Z (AERBT - RERT: - ERISE) 5 INBEERECGOREE - B - b))
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20. E R A VA Mimiviridae '3 BRIBE 7 I T O
LI 2 T-EBIZ DO\ T

Oz ', mEE= ", KAREZ | PHE?
VAR - BREE - R REL CIERAR - BE - iFgEEE T v 2 —

PRI Z AT 7 7 X 27 OMEIT 405 T-14 (BRI Z 2 ORI
KL, —DXFHEE~CRFEMEZ 7 IU7), b9 —DORMILHECKRERE
[ZEBHIIZAER L TWD T A — ED MO AW~ &Stk 08 2 'O
GREEZ Z7IV7), BUEICE-T2EEB 26N TWDH, LLENRL, ZD4kRN
B2 oBBIARATH D, —FH, REDOET, 7 A—"EHELT D, JiAE
BB E R Y A )V ACCFEIAMBE TR S ITHEGE T2 Z £ N TE 5 A DNA ¥
ANV ENT, £ T, TRHERTVANVADIFEN, 77 I VT Dk
(5 R T8 % T ) DRI D R o T, 7/ M R 7 U7 n=14,
IR T U7 n=12, RABHBEEE R Y A VA =15, JFAEIEREEE KX
TV A p=11) IZ. NCBI 7 —Z X—2ZAnbLH5 Lz, 7/ 77— a2, BLAST
kT % L Cbeme s 2 AEMNTIL RAST H— /3 —(http://rast.nmpdr.org/) & VN TIT 5
Teo TOREFR, WEMEZ 7 I V7 L3RS, BEZ 7 I97 5 7 291i2iX

JRAEENY) B E R T A Vv AR T (FFIZ Mimiviridae Bt 7 A /v 2) L B[R 2 FF0iE
(BADB 18%DBEE TRHOM ST, FT2EBLHLD T T ITTF ) APICEN T,
JRABMFERIEE R D A VA DB FHEIIENTH T, REZ 7IVT 5/
LN EBREIC R SR ABEEE R Y A VARG FOZ L8, ToFx]Y
VI E— NEABMEERZITY) ETT T v hA—AILRD KAL) a— K
LTWe, SHICRERZ 7IUT7 5 7 AR D> L RAEEEE KD A L
ABETIX. T A —7NAcanthamoeba castellanii Neff) 7/ LI H B EBRFE SN T
Wiz, ZTHUHDFRERNG | JRABMIBEEE R Y A NV ADOH T HEFIT Mimiviridae
BOANRT, 77 VT ORICRE L 5 2 T RS R Sz,
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21. Lactobacillus gasseri Y "7 A4 IR D
HRESFENZIEFRIE

oNEFEM . BB EHEEREY . FREEM
WARE L EREE | REE N BEMH—
LIRERI R B MM FERE
PR ERERERE BREHAR ERWARN MAEMEBEERAE
TEERNRAERS A TEER AW RAHELM

B B URT 2@ (LTA) 13X, 77 LM E O E IS/ EL ., BEY
R ~—DEFHNT o —EREICHE A LGS L A T2, TOMIEITHEE, kK
M CHERY, HEREOEREICLZOHLIENWESN TV D, BIfE, LTA Off
WAL CODHHLL EOBERICIW T, T —HIRE I, 2 FED~FY—2& 2
53 DRRIEFR IS D725, —J5 . Lactobacillus JEHE O LTA 13, 1ZEAEN 3 HED
~FY—2E 3 HLLIT 2 - OREIERE R Z S ORHER R T o — IR E A AL T
%, &% 1% Lactobacillus gasseri ICM 11317 @ LTA 237 T LBEME O THAIHTT
D% 4 BEDNFY =AM 5T I — PR EMIE L A3 52 WA Lz, ABFET
. ORI 4 PEREIEDS L. gasseri FEOIENEIED . KEKFFH OLONEIAL
T D728, L. gasseri T ERIZ DWW T, WEEMNT 21T T2,

[BkE HIE] #k % 7200 BEIR B SR D L. gasseri 7HE (JCM 11317 Z & ICM 43 78kk
3 BR. BRIRDBERR 4 ¥k ) OREAENGT & 7 — Vil Octyl-Sepharose % HV M7z Bf7K
MWra~hgT74—%4T0 LTA ZFERLUT-, BV B~ — i 'TH-NMR (255
THENT U2, LTA ZEEER /R T2 7 2 I —BENRE I /y L, SDIZT B =T ALER|Z
Fo T S AL LT FEE 53122V T MALDI-TOF MS Cf#g#rL7=,

[3R] £ TOREKIZIHWT, LTA ORIV RARY~—% D-7 7 =0 Z @ HI TR
7V — VUGBTI, T —HEIE BT 4 BEDO~FY —RE 3BT 2 - DIE
WIEEFE e B> T,

[(B2] 27Vt —n U ESHIIZ<OREM TROND —RNREE ThoTo, 7
T —HEIEE DRRIHBE TR FEE L, D Lactobacillus J&EFIREIZ 3 43 1-& 2 47 1 DNREAE
LUz, BEEHR A3 13 4 B 3 42 7 BRI L TR ST, Lo CL 4 B IEIT L.
gasseri FRICFF R THAHZ LD RIBINT,
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22. KRR R85 E T T Chlamydia trachomatis O
BB L BT 2 ERICOWNT
OBHARY', REER ' EIEH', KAKREE', PHEZ?, WAz
e RBE - RERE - RIRMRIT, T EKBE - B - BRETA A -V S

TP N 7 2B Chlamydia trachomatis 1%, HER P CIEGEE NE DO HND
FHE /PR GER IR E CTh 5, C. trachomatis &G D% 1L, HIEGEMEIZHEITT 5
e, BEIEROEEMEBIND Z L HEV, TOME, C. trachomatis | % _LAHEIC
PIE~ERAT L, BN RIEMR B2 RIE &5 &I, IR TR RIS PR A
ZELAEDIRIK & 725, C. trachomatis JEGZ A INE OBAELIZ B 53 2 K 1%
O TIERW, B L ORI TR RIRENEEICE T 5 &2 6T
Wb, — 5, RBEE SR TICHIT D C. trachomatis 73, EHF ARSI T &<
WS 5 Z ENME SN TWD, 2 THAIE, C trachomatis &GS FHEILTE AR
IZH 2D BLZHONCT DI, 2%EKHBBIREBREBEEET v —
MIC-101(Billups-Rothenburg) {23515 % C. trachomatis &YX ENRE & et L7,

F 9" C. trachomatis [D 1 UW3/Cx ¥k (ATCC VRS885) % & k1= Z Mtk HeLa
HIAE(5x10* cells/well)(ZJge S, (KERFE L W@ H FRFE S FC 10% FCSHsML7-
DMEM & RPMI £5ii FIWCHS3E L, C. trachomatis OHEFEDOR % Ll L7z,
RPMI (2B TR E OIS & RIAROFIRAG L 722, DMEM Tl i iR 57
JENZ b AMEREZE S T CL C. trachomatis DGR 15875, 1/10-1/1000 F2EE IR T
L7z DMEM (27 Vv a—A A Z v WMAET 2 /R, B4 3 73 Y (D-biotin,
p-Amino Benzoic Acid, Vitamin B-12, Glutathione) Z ¥ L7258 T & Kt L7223,
R )T EAKRER 21T 5 C. trachomatis DIEGERL T E D 2TV £ £ 72
Sty TDO—JT, FL— MMIFEMET 5 HeLa fll3%k% 1-2x10* cells/well 12 i
BIEZT 5 & | C. trachomatis D3 TRFESM T L iffale SHEIHT 5 2 Loz,
ZD X ITREEREREEICE T 5 C. trachomatis DFEE VL, W H WEFE 57 EIT b~ Jgige
AR T 2+ ICifa T E D560 (FRCHIIRE) (1298 <KAME LIEM S D lig
PEDSRIZ S 72,
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23. Proteus mirabilis DB N7 TV A 77— DER

of FTWEE |, ATEZE, IR, FHMER S, NEAR'
1 BERAR - BRE - BREME, 2EBRX - BRIE - REAL,3XEX - FH#RR

[ BHAY & 75 5:] Proteus mirabilis 13 FARAEHE ECiRVIEEREZ T 7 7 ARRVEFREH
Thbd, ZOHEIZL - T, BHEEEZ Pmirabilis B> TLEW, BHWET S
DORFHE OB X EE ST 2 e ndb b, AR TIET 7 — VO 1R R
PEZTEM U, P.mirabilis OYEFEIZT 22 2R MOERZ BN E L, BRET D
NI T VAT 7 — T OHREA R T,

[BFEEE L) B O FEfE, BREEF )5 P.mirabilis & B % HKZ 77BE L. SIM
BEHILZ THERE LT, BMEIR (BAEKRBREEA[+]. A & R— LREAE[-], EE)ME[+], IPA
FOR[+]) 2R L, &5 PCR TEME25 T LT —Bilgia - iEl & g T & 7=
H D% Pmirabilis & L, 47 KEIE LT, 77—k, KE (LEE, EFE,
AR X V) <o, (TR TR D T AKY 7 /V%Jf'll\/)i%(fﬁﬂfib H i 2
AT, ZOT77—VHRET V2R A X TRR. 7 F 1RR K& TKHDR 2 k%
AVEX 6 BED P. mirabilis 125 LT, 77 —77 vEA (BWEIGHRER) Z217-
oo WEEMGRERE LTI7 7y =2 MR ISR HiE 17 7 — ViIRMIR %
BEHICE T2 515, o L7 7y —Y L ERA RN 5 51k 2R AT,

(A5 5] AR RS A T K &0 RS THSRD P. mirabilis \ R H S % R 7 7 —
VEHBEET DI ENTE T, L L. D P. mirabilis 57 BRI ZEE OS2 29
ZEE o, TO7 7 —UlX, P. mirabilis DilFEEEEEISHEITH 2 E1XT
ERVbLOD, [HoEN LT 7=V LHEREZREGDEDS HIEI DA TH
HTENWTRBENT, £z, 77— T LK & OIRFFFRIZ X > T P. mirabilis O
U SHLEL e N [V NSV g Wy

[BL] BRED Y 7 — V2 EIR & IRFI LT HIEE L X472\ P. mirabilis 738
SND, ZHUEXT 7 —VMiEEFFD P mirabilis WHBL LT B2 HND,
DIZT7 7 —VIEZT T, 77—V I TNAEELSZ ETT 7 —VlitEEOH
BT 2720 DRGNP ETH D,
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24, IREBEDOHRRE TR ICEE T 25 R F AtxA &

DNA @ 8 H.1E B f@ 4

o FHR B, A XKE., vH F—. K FH
Ex - ABREVFZ—

JRIENE 7T DGO R T o 5 RIERIZ & - TH E il 2 & 5 Btk
DIBGIETH 5, RIELEHOWEEIG T & U CRIAHE 7R a1 & S RS
IBFREBRHBNTEY, ZNHDOEBELEFIZ2 OO T AI RlIZL->Ta—FKah
TW5, AtxA [ ZRIEE OER G F T, B s OIRG 215, Tk TIZ
AtxA Z R LTIZRIEE OFEMEIZIR T T2 2 RSN TEYD . AxA [ZRIED
RRPEICEE R ZEERET T THLIEBZZONTND, LMLERDBL AtxA
(2 & BIRIRIK BSOS OFERNIII SN STy, 2T, ABFgE
TIE AtxA (KR 7295 7 K- FE BUBRIE O FRAT 24TV RIE B OIR BT BLUZRET 5
Oy T HEEDOfRIA 2D 72, Fox 13 AA & OREMELSI RS 2 F BERICE
H L. Bacterial One-Hybirid (B1H) {£IZ X % in vivo TOfENT 2k Fx T2, Z D TIEIC
L0 RIEEFERD | il Th 2 HHPURER T pag DERBHIEHTEIRK S AtxA O
FIEERNBH SN IeoTz, F72, BIHIEZIZ, FAy 7 b7 v A EEEH
L7z in vitro CTOFMEAERMENT 21TV, AtxA & DNA OFEAIZ X 2B EIROE K
BRI LT, 2N E TOMITRERIZ XY (1) pag DEREHIEITEIS T & s DOls
Bafl L, (i) DNA #&GMHEZ VX7 EThH D AtxA 1% OERGHNH] 2 ffER 4 2
ZEBHBLMNT ST,
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25, AMBEKERNRT A—NZXdt MNERERMEOE
MBRBIZOWNT

oA TEGL ', RAREE |, MEER ', #HEZ’ oz’
YAERBE - REL - BT, CIEKREE - B - REERE L ¥ —

77 U7, P LA A UM RSO R R A B & 2 TR
M7 7307, BARREICART DT R T A—NIHAETIRE TV
T D2 RS Do AWFIEE TITLIET, HENORE Y 7 I VTN ET S
T A—=/NS13 T A =N a2yl - R UTe, WAET DRIV 7 X U7 (Neochlamydia
SI13)DIEET A —/"~DJEIHEIL 100% TH DL, OT A — NICHEY T 72
VW, FE72. Neochlamydia S13 OFHGEEGRIE, 16 ET A —/SOHFHAECIEB)HE 2 (K
TEEDZ &S, ZOHRAEMBOFLETT A—NZE > ThnbTAam L 72
STWDHEHEN, ZHUTHEED BT, S13 7 A — X, Neochlamydia S13 DFF
PR E TR L TWD, £ZTRIEBIE, S13 7T A= "NZOME & OHLENS
ZTAHREEALNICLE Y ERBETNWDE, ZO—BE LT, SI3 T A—NEZ
DEF & 72 B e MRFEMEME(KGE Y LT 3 7)E O EMERIC OV THHlE %
B E WO T lENDIRR AT o 1o, EBIIMO T IV THY | SI3T A—
N (2X10° M) &b NFEEAIE(GFP 2T A5 RBESCH LER T, £ 2X
10°CFU)ZEA L. TOERAW A LB (EA£60mm) OFRIZ20uL ARy b
L., B EOEERE T A — OB A R BICBIZE LTz, - ERAE 7
WEECIERBBIE bITo 7o, TOME, HEAEITKFEL T, SI13 7 A—"EIE T
WINLToMIE OEEN, v — VOB~ EREIRIDICBEN L2035, £5THE
FOXINTREND Z EEHA LT, FRERIT. 7 A— 008 > NG
ST ENTZ, — T, FTEMEZY 77 VBV AR TRE L7127 A —1%
ATCC MBEEALTZC3 7 A—N_TiE, ZOX I RBRNEZ o7z, i,
EATE BB L DB ORISR, BRE T A — /TR S13 7 A — SEKHEIZR
IHOMIE DA L TV DR8I SN, TRHOFREERNS, S13 7 A — 3%
AR, ESTTMEZAREICHE ST TER L TWD EE XN,
ZOLXIIT, TOMEDEMRIEIL, RESODRWVERETTY A — N AEZFERD
BT, BRNCE < FTRENED B D,
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